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& 33 Han Cao, Ph.D.

Han Cao, Founder and Chief Scientific Officer, BioNano Genomics, Inc. He

is the expert in the single molecule analysis, complex genome assembly and
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biomedically relevant structural variation discovery field, such as the currently

best assembled individual human/Asian genome.
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1.3 BEREERSH
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12. i%HB

MEREIRANAR, AARBHEANABTSIESBRIATRENE, HE
HER®, ERNREEHFRAMIE. AERBNATRARKEE HGBC IBSE,
AMEAMEEINASH A TIRE HGBC BB RYERKIE. HGBC B ARFRNEAIE=
HEESNANESSA.

13. BX 5 %A

PATES: EXE (BIA/ME: 13811465419)
B http://www.hgbc.io

FFHRfE: service@hgbc.io

Telegram: https://t.me/hgbc cn

{RISEERD:
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